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<210> 1 

<211> 102 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Heavy chain CM-1 variable region 
<400> 1 

Arg Ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Phe Ser Ser 
1 5 .10 15 - 



Tyr Gly Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp 
20 25 30 



val Ala val lie ser Tyr Asp Gly ser Asn Lys Tyr Tyr Ala Asp Ser 
35 40 45 



val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu 
50 55 60 



Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr 
65 70 75 80 



Cys Ala Lys Asp Arg Ser Ser Gly Tyr Tyr Gly Met Asp val Trp Gly 
'85 90 95 



Gin Gly Thr Leu val Thr 
100 
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<210> 2 

<211> 306 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Heavy chain CM-1 variable region 
<400> 2 

aggtccctga gactctcctg tgcagcctct ggattcacct tcagtagcta tggcatgcac 60 
tgggtccgcc aggctccagg caaggggctg gagtgggtgg cagttatatc atatgatgga 120 
agtaataaat actatgcaga ctccgtgaag ggccgattca ccatctccag agacaattcc 180 
aagaacacgc tgtatctgca aatgaacagc ctgagagctg aggacacggc tgtgtattac 240 
tgtgcgaaag accggtcttc gggctactac ggtatggacg tctggggcca aggcaccctg 300 
gtcacc 306 

<210> 3 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Light chain CM-1 variable region 
<400> 3 

ser Tyr val Leu Thr Gin Pro Pro ser val Ser val Ser Pro Gly Gin 
15 10 15 

Thr Ala Arg lie Thr cys Ser Gly Asp Ala Leu Pro Lys Gin Tyr Ala 
20 25 30 

Tyr Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro val Leu val He Tyr 
35 40 • 45 

Lys Asp Ser Glu Arg Pro Ser Gly lie Pro Glu Arg Phe Ser Gly Ser 
50 55 60 

Ser ser Gly Thr Thr val Thr Leu Thr He ser Gly val Gin Ala Glu 
65 70 75 80 

Asp Glu Ala Asp Tyr Tyr Cys Gin Ser Ala Asp Ser Ser Gly Thr Tyr 
85 ' 90 95 

val val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly 
100 105 



50011 2449 vl 



2 



<210> 4 

<211> 327 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 
<223> Light chain CM 

<400> 4 

tcctatgtgc tgactcagcc 
acctgctctg gagatgcatt 
caggcccctg tgctggtgat 
ttctctggct ccagctcagg 
gacgaggctg actattactg 
ggagggacca agctgaccgt 



1 variable region 

accctcggtg tcagtgtccc caggacagac ggccaggatc 60 

gccaaagcaa tatgcttatt ggtaccagca gaagccaggc 120 

atataaagac agtgagaggc cctcagggat ccctgagcga 180 

gacaacagtc acgttgacca tcagtggagt ccaggcagaa 240 

tcaatcagca gacagcagtg gtacttatgt ggtattcggc 300 

cctaggt 327 
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